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CLUSTAL FORMAT: MUSCLE (3.7) multiple sequence alignment

gi|7199800      ---------MRLV----IAQFLLITQVF----AAQK---------NSIGPPKLLEQ-SGE
gi|2464061      -----MWRQSTIL---AALLVALLCAG-----SAES---------KGNRPPRITKQPAPG
gi|1136796      -----MDGKRSCSLCGGAMMIMMMMMMISHMTSALEVPL------DLPQPPTITNQ-SPK
gi|4538399      -----MMKEKSIS-ASKASLVFFLCQMI----SALDVPLDSKLLEELSQPPTITQQ-SPK
gi|2978945      -----MPKKKHLS-AGGVPLILFLCQMI----SALDVPL------DLVQPPTITQQ-SPK
gi|4705895      -----MPKKKPLS-AGRAPLFLFLCQMI----SALDVPLDPKLLDDLVQPPTITQQ-SPK
gi|8115822      MQLKIMPKKKRLS-AGRVPLILFLCQMI----SALEVPLDPKLLEDLVQPPTITQQ-SPK
gi|7661510      MQLKIMPKKKRLS-AGRAPLMLFLCQMI----SALEVPLDPKLLEDLVQPPTITQQ-SPK
                                    . ::        :* .         .   ** : :* :  

gi|7199800      EVWYHLDDEDLLKNR-LTLRCEADENTD-RYSWLKDGEPFVIDSEDVLWEKESQSGSIVF
gi|2464061      ELLFKVAQQNKESDNPFIIECEADGQPEPEYSWIKNGKKFDWQAYDNRMLRQPGRGTLVI
gi|1136796      D--YIIDP----REN-INIFCEAKGKPHPSFSWTRNGTHFDVE-KDPKVVMMPGTGNLVI
gi|4538399      D--YIVDP----REN-IVIQCEAKGKPPPSFSWTRNGTHFDID-KDAQVTMKPNSGTLVV
gi|2978945      D--YIIDP----REN-IVIQCEAKGKPPPSFSWTRNGTHFDID-KDPLVTMKPGSGTLVI
gi|4705895      D--YIIDP----REN-IVIQCEAKGKPPPSFSWTRNGTHFDID-KDPLVTMKPGSGTLVI
gi|8115822      D--YIIDP----REN-IVIQCEAKGKPPPSFSWTRNGTHFDID-KDPLVTMKPGTGTLII
gi|7661510      D--YIIDP----REN-IVIQCEAKGKPSPSFSWTRNGTHFDID-KDPLVTMKPGSGTLTI
                :  : :       :. : : ***. :.   :** .:*  *  :  *      .  *.: .

gi|7199800      TK----PHASHQGYYQCFASNIFGTALSNKMHLRLGSLEHFPKRDVKLLRVKEGESLTLN
gi|2464061      TI----PKDEDRGHYQCFASNEFGTATSNSVYVRKAELNAFKDEAAKTLEAVEGEPFMLK
gi|1136796      DI-SGEKAEVYEGVYQCIARNEHGSAVSNNIVIRQSRSPLWSKEKNEPITVQRGTSLILQ
gi|4538399      NIMNGVKAEAYEGVYQCTARNERGAAISNNIVIRPSRSPLWTKEKLEPNHVREGDSLVLN
gi|2978945      NIMSEGKAETYEGVYQCTARNERGAAVSNNIVVRPSRSPLWTKERLEPIVLQNGQSLVLP
gi|4705895      NIMSEGKAETYEGVYQCTARNERGAAVSNNIVVRPSRSPLWTKERLEPIILRSGQSLVLP
gi|8115822      NIMSEGKAETYEGVYQCTARNERGAAVSNNIVVRPSRSPLWTKEKLEPITLQSGQSLVLP
gi|7661510      NIMSEGKAETYEGVYQCTARNERGAAISNNIVIRPSRSPLWTKEKLEPIILRNGQSLVLP
                            * *** * *  *:* **.: :* .    : .   :      * .: * 

gi|7199800      CTPPRGTPDPKIVWLYRSLDDSSVIETIRSRHITVDNEGHLHFSSVELSDGKATLV-YEC
gi|2464061      CAAPDGFPSPTVNWMIQESIDGSI-KSINNSRMTLDPEGNLWFSNVTREDASSDF--YYA
gi|1136796      CRPPAGLPPPIIFWM-----DNNFQRLPQNSRVSQALNGDLYFSNVIMEDTRNDYICYAR
gi|4538399      CRPPVGLPPPIIFWM-----DNAFQRLPQSERVSQGLNGDLYFSNVQPEDTRVDYICYAR
gi|2978945      CRPPIGLPPAIIFWM-----DNSFQRLPQSERVSQGLNGDLYFSNVLPEDTREDYICYAR
gi|4705895      CRPPIGLPPAIIFWM-----DNSFQRLPQSERVSQGLNGDLYFSNVLPEDTREDYICYAR
gi|8115822      CRPPIGLPPPIIFWM-----DNSFQRLPQSERVSQGLNGDLYFSNVLPEDTREDYICYAR
gi|7661510      CRPPIGLPPPIIFWM-----DNSFQRLPQSERVSQGLNGDLYFSNVLPEDTREDYICYAR
                * .* * * . : *:     *. .    .. .::   :* * **.*  .*       *  

gi|7199800      AATSPVLRGEYRSGDRI-------------------QLDIEPSQDKSHPVKKMSVSPSEV
gi|2464061      CSATSVFRSEYKIGNKV--------------LLDVKQMGVSASQNKHPPVRQ-YVSRRQS
gi|1136796      FPHTQTIQQKQPITVKVLDIEAMNDTVLAAFLNGSDFWGDSPSGERVPSFLHPPGMESTT
gi|4538399      FNHTQTIQQKQPISVKV--------------------FSTKPVTERPPVLLTPMGSTSNK
gi|2978945      FNHTQTIQQKQPISLKVISVDELNDTI-AANLSDTEFYGAKSSKERPPTFLTPEGNESHK
gi|4705895      FNHTQTIQQKQPISLKVISVDELNDTI-AANLSDTEFYGAKSSKERPPTFLTPEGNESHK
gi|8115822      FNHTQTIQQKQPISVKVISVDELNDTI-AANLSDTEFYGAKSSRERPPTFLTPEGNASNK
gi|7661510      FNHTQTIQQKQPISVKVISVDELNDTI-AANLSDTEFYGAKSHRQRPPTFLTPDGNTSRK
                   : .:. :     .:                     . ..  :.   .          

gi|7199800      TVRAGGQLKLQCIFGGRPLPTIFWSKIDGELP-KSRIKDLTSHESDFGRSLIVENVHPDD
gi|2464061      LALRGKRMELFCIYGGTPLPQTVWSKDGQRIQWSDRI-----TQGHYGKSLVIRQTNFDD
gi|1136796      MVLKGDTLELECIADGLPTPNISWTKVNGELP-SGRF-----SFYSFQKTLKIKEVTEAD
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gi|4538399      VELRGNVLLLECIAAGLPTPVIRWIKEGGELP-ANRT-----FFENFKKTLKIIDVSEAD
gi|2978945      EELRGNVLSLECIAEGLPTPIIYWIKEDGMLP-ANRT-----FYRNFKKTLQITHVSEAD
gi|4705895      EELRGNVLSLECIAEGLPTPVIYWIKEDGTLP-VNRT-----FYRNFKKTLQIIHVSEAD
gi|8115822      EELRGNVLSLECIAEGLPTPIIYWAKEDGMLP-KNRT-----VYKNFEKTLQIIHVSEAD
gi|7661510      EELRGNVLSLECIAEGLPTPIIYWIKEDGTLP-INRT-----FYRNFKKTLQIVQVTEAD
                    *  : * **  * * *   * * .  :   .*          : .:* :  .   *

gi|7199800      AGAYECRGRHLV-----HTVNVRVMAAPFWEFDPPRDISLPEESTGELECLAGGQPTPII
gi|2464061      AGTYTCDVSNGVGNAQSFSIILNVNSVPYF-TKEPEIATAAEDEEVVFECRAAGVPEPKI
gi|1136796      GGDYRCIAKNRMGSSQ-HTITVVVRAAPFW-ISAPQNLILAPKETGNLTCDVDGNPKPTI
gi|4538399      SGNYKCTARNTLGSTH-HVISVTVKAAPYW-ITAPRNLVLSPGEDGTLICRANGNPKPSI
gi|2978945      SGNYQCIAKNALGAVH-HTISVTVKAAPYW-IVAPQNLVLSPGENGTLICRANGNPKPRI
gi|4705895      SGNYQCIAKNALGAVH-HTISVTVKAAPYW-IVAPHNLVLSPGENGTLICRANGNPKPRI
gi|8115822      SGNYQCIAKNALGAIH-HTISVRVKAAPYW-ITAPQNLVLSPGEDGTLICRANGNPKPRI
gi|7661510      SGNYQCIAKNALGAIH-HTISVTVKAAPYW-IIAPQNLVLSPEEDGTLICRANGNPKPRI
                .* * *   : :     . : : * :.*::    *     .  .   : * . * * * *

gi|7199800      TWSMNGKFLHELAEDSRRVLLDHGRILRVRNLNHDLDTGVYQCNASNPLGYVFANAFVHV
gi|2464061      SWIHNGKPIEQSTPNPRRTV--TDNTIRIINL-VKGDTGNYGCNATNSLGYVYKDVYLNV
gi|1136796      TWSVNGNPIESSHNDPSRKV--SDGVITLSDV-QTGSSAVYQCNASNDYGYLLANAFVSV
gi|4538399      SWLTNGVPIAIAPEDPSRKV--DGDTIIFSAV-QERSSAVYQCNASNEYGYLLANAFVNV
gi|2978945      SWLTNGVPIEIALDDPSRKI--DGDTIIFSNV-QESSSAVYQCNASNKYGYLLANAFVNV
gi|4705895      SWLTNGVPVEIALDDPSRKI--DGDTIMFSNV-QESSSAVYQCNASNKYGYLLANAFVNV
gi|8115822      SWLTNGVPIEIAPDDPSRKI--DGDTIIFSNV-QERSSAVYQCNASNEYGYLLANAFVNV
gi|7661510      SWLSNGVPIEIAPDDPSRKI--DGDTIIFSKV-QERSSAVYQCNASNEYGYLLANAFVNV
                :*  **  :     :. * :   .  : .  :    .:. * ***:*  **:  :.:: *

gi|7199800      RAHAPFFRMPAARHWKVVLHSTVVLDCDVDAAPEAMVRWVDADDRPLQVVEGKNKLFPNH
gi|2464061      QAEPPTI-SEAPAAVSTVDGRNVTIKCRVNGSPKPLVKWLRASNW---LTGGRYNVQANG
gi|1136796      LAEPPRVLTSLNHEYSVISNSRALLDCASFGSPLPKITWFKDSQSI--LNSDLYHIHKNG
gi|4538399      LAEPPRILTPANKLYQVIADSPALIDCAYFGSPKPEIEWFRGVKGSI-LRGNEYVFHDNG
gi|2978945      LAEPPRILTSANTLYQVIANRPALLDCAFFGSPMPTIEWFKGTKGSA-LHEDIYVLHDNG
gi|4705895      LAEPPRILTSANTLYQVIANRPALLDCAFFGSPMPTIEWFKGTKGSA-LHEDIYVLHDNG
gi|8115822      LAEPPRILTPANTLYQVIANRPALLDCAFFGSPLPTIEWFKGAKGSA-LHEDIYVLHENG
gi|7661510      LAEPPRILTSANTLYQVIANRPALLDCAFFGSPLPTIEWFKGAKGSA-LREDIYVLHENG
                 * .* .        ..:    . :.*   .:* . : *.   .    :  .   .  * 

gi|7199800      TFMVYDVNSADEGLYYCNVSNKYGINRATNRLQVFKPTYFVRIPTPKRLILEAGETAEVF
gi|2464061      DLEIQDVTFSDAGKYTCYAQNKFGEIQADGSLVVKEHTRITQ--EPQNYEVAAGQSATFR
gi|1136796      TLEINVAQPQNSGKYTCIASNNLGNKENHVHLQVKEPTRIIR--QPEYKEVQRNSIAVFE
gi|4538399      TLEIPVAQKDSTGTYTCVARNKLGKTQNEVQLEVKDPTMIIK--QPQYKVIQRSAQASFE
gi|2978945      TLEIPVAQKDSTGTYTCVARNKLGMAKNEVHLEIKDPTRIIK--QPEYAVVQRGSKVSFE
gi|4705895      TLEIPVAQKDSTGTYTCVARNKLGMAKNEVHLEIKDPTRFIK--QPEYAVVQRGSKVSFE
gi|8115822      TLEIPVAQKDSTGTYTCVARNKLGMAKNEVHLEIKDPTWIVK--QPEYAVVQRGSMVSFE
gi|7661510      TLEIPVAQKDSTGTYTCVARNKLGMAKNDVHLEIKDPTRIIK--QPEYAVVQRGSTVSFE
                 : :  .   . * * * . *: *       * : . * : .   *:   :  .  . . 

gi|7199800      CEAVADPRLPIRYQWTINGK--VLTESQYY-EILPDRLRFRSVRGRHSGIIDCAAITDVD
gi|2464061      CNEAHDDTLEIEIDWWKDGQSIDFEAQPRFVKTNDNSLTIAKTMELDSGEYTCVARTRLD
gi|1136796      CKVKHDPTLIPSMIWLKDNG--ELPDDPRF-EVGSDSLTIHDVTEDDEGTYTCIRNTTLD
gi|4538399      CVIKHDPTLIPTVIWLKDNN--ELPDDERF-LVGKDNLTIMNVTDKDDGTYTCIVNTTLD
gi|2978945      CRVKHDHTLIPTIMWLKDNG--ELPNDERF-STDKDHLVVSDVKDDDGGTYTCTANTTLD
gi|4705895      CKVKHDHTLIPTILWLKDNG--ELPNDERF-SVDKDHLVVSDVKDEDGGTYTCAANTTLD
gi|8115822      CKVKHDHTLSLTVLWLKDNR--ELPSDERF-TVDKDHLVVADVSDDDSGTYTCVANTTLD
gi|7661510      CKVKHDHTLIPTVMWLKDHG--ELPNDGRF-TVDKDRLVVADVNDDDGGTYTCVANTTLD
                *    *  *     *  :     :  .  :     : * . ..     *   *   * :*
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gi|7199800      VKLASMQLIVK----------DVPAHPV-VETAHCSERKATVKWVAASDHGDSIKKYIVE
gi|2464061      EATARANLIVQ----------DVPNAPK-LTGITCQADKAEIHWEQQGDNRSPILHYTIQ
gi|1136796      QDSASATLTVV----------EQPDPPTDLELTDQRERSVRLTWTPGDEHNSPIKLFLIQ
gi|4538399      SVSASAVLTVVAAPPTPAIIYARPNPPLDLELTGQLERSIELSWVPGEENNSPITNFVIE
gi|2978945      SASASAVLRVVAPTPTPAPIYDVPNPPFDLELTNQLDKSVQLTWTPGDDNNSPITKFIIE
gi|4705895      SVSASAVLRVVAPTPTPAPIYDVPNPPFDLELTNQLDKSVQLTWTPGDDNNSPITKFIIE
gi|8115822      SVSASAVLSVVAPTPTPAPVYDVPNPPFDLELTDQLDKSVQLSWTPGDDNNSPITKFIIE
gi|7661510      NVSASAVLSVVAPTPTPAPIYDVPNPPFDLELTDQLDRSVQLSWTPGDDNNSPITKFIIE
                   *   * *             *  *  :        .  : *    :: ..*  : ::

gi|7199800      MFTDF-KKNEWEVINEEVNVNKETFEVDITLTPWVNYTFRVVAVNSHGRSDMKIDGQPKE
gi|2464061      FNTSF-TPASWDAAYEKVPNTDSSFVVQMS--PWANYTFRVIAFNKIGAS------PPSA
gi|1136796      YEDSLHEPGVWLNMTE-VSGTSTTAQLELS--PYVYYSFRVLALNGVGLS------ESSD
gi|4538399      YEDGLHEPGVWHYQTE-VPGSHTTVQLKLS--PYVNYSFRVIAVNEIGRS------QPSE
gi|2978945      YEDAMHDAGLWRHQAE-VSGTQTTAQLKLS--PYVNYSFRVMAENSIGRS------MPSE
gi|4705895      YEDAMHEAGLWRHQAE-VSGTQTTAQLKLS--PYVNYSFRVMAENSIGRS------VPSE
gi|8115822      YEDAMHKPGLWHHQTE-VSGTQTTAQLKLS--PYVNYSFRVMAVNSIGKS------LPSE
gi|7661510      YEDAMHEPGLWHHQTE-VPGTQTTAQLKLS--PYVNYSFRVMAENNLGRS------LPSE
                    :     *    * *  .  :  :.::  *:. *:***:* *  * *       .. 

gi|7199800      DWLTCQTRPSFPYTNPTGVKGEGTEPDNLVISWKPLDRYYWNAPNMQYLVRYKLDEPIHG
gi|2464061      HSDSCTTQPDVPFKNPDNVVGQGTEPNNLVISWTPMPEIEHNAPNFHYYVSWKRDIPAAA
gi|1136796      PSRQYRTNPAKPDVNPSDVEVSGTSPDTMTISWRELSGLESNGPGLQYKVSWRMKD-AEQ
gi|4538399      PSEQYLTKSANPDENPSNVQGIGSEPDNLVITWESLKGFQSNGPGLQYKVSWRQKDVDDE
gi|2978945      ASEQYLTKAAEPDQNPMAVEGLGTEPDNLVITWKPLNGFQSNGPGLQYKVSWRQKDGDDE
gi|4705895      ASEQYLTKAAEPDQNPTAVEGLGTEPDNLVITWKPLNGFQSNGPGLQYKVSWRQKDGDDE
gi|8115822      ASEQYLTKASEPDKNPTAVEGLGSEPDNLVITWKPLNGFESNGPGLQYKVSWRQKDGDDE
gi|7661510      ASEQYLTKAAEPDKNPTAVEGLGSEPDNLVITWKPLNGFESNGPGLQYKVSWRQKDGDDE
                      *..  *  **  *   *:.*:.:.*:*  :     *.*.::* * :. .     

gi|7199800      WTEFLVEDSLANFTIIRDQPTFRKYLIQVQSVNSVGPSIVEPEIHHGWSGEDVPDEAPRD
gi|2464061      WENNNIFDWRQNNIVIADQPTFVKYLIKVVAINDRGESNVAAEEVVGYSGEDRPLDAPTN
gi|1136796      WTTVTLAN--VSQHVVTGTPTFTLYEVTVQAVNDYGEGP-RPEVVLGYSGENSPTVAPEN
gi|4538399      WTSVVVAN--VSKYIVSGTPTFVPYEIKVQALNDLGYAP-EPSEVIGHSGEDLPMVAPGN
gi|2978945      WTSVVVAN--VSKYIVSGTPTFVPYLIKVQALNDVGFAP-EPAAVMGHSGEDLPMVAPGN
gi|4705895      WTSVVVAN--VSKYIVSGTPTFVPYLIKVQALNDVGFAP-EPAAVMGHSGEDLPMVAPGN
gi|8115822      WTSVVVAN--VSKYIVSGTPTFVPYLIKVQALNDMGFAP-EPAVVMGHSGEDLPMVAPGN
gi|7661510      WTSVVVAN--VSKYIVSGTPTFVPYLIKVQALNDAGFAP-EPAAVMGHSGEDLPMVAPGN
                *    : :   .  :: . ***  * : * ::*. * .   .    * ***: *  ** :

gi|7199800      FHIDTQINFTTINFTWNPVDANTVNGHFVGYEIEYW-------KAENTIRKYSIKIPANS
gi|2464061      FTMRQITSSTSGYMAWTPVSEESVRGHFKGYKIQTW------TENEGEEGLREIHVKGDT
gi|1136796      VKV-SVQSGTEAEVHWEAVPLSSVRGRLKGYKVTYQKMRSLHKQDYDRENPQVLIFSGEE
gi|4538399      VQV-HVINSTLAKVHWDPVPLKSVRGHLQGYKVYYWKVQSLSRRSKRHVEKKILTFRGNK
gi|2978945      VRV-SVVNSTLAEVHWDPVPPKSVRGHLQGYRIYYWKTQSSSKRNRRHIEKKILTFQGTK
gi|4705895      VRV-SVVNSTLAEAHWDPVPPKSVRGHLQGYRIYYWKAQSSSKRNRRHIEKKILTFQGSK
gi|8115822      VRV-NVVNSTLAEVHWDPVPLKSIRGHLQGYRIYYWKTQSSSKRNRRHIEKKILTFQGSK
gi|7661510      VRV-NVVNSTLAEVHWDPVPLKSIRGHLQGYRIYYWKAQSSLTRNRRHIEKKILTFQGSK
                . :    . *     * .*  .::.*.: ** :  .                 : . .  

gi|7199800      TYKVINSFHAVTNYSAHIRTRNKRLRSAPSDYVSFAMPEGPPGKVHNLRVYSVGSTAILL
gi|2464061      HNALVTQFKPDSKNYARILAYNGRFNGPPSAVIDFDTPEGVPSPVQGLDAYPLGSSAFML
gi|1136796      TVGRLPDLHPYSHYRLNIRAFNGHGDGPSSTDQQFQTPEGVPGPPTNVNIRNLNLDSLLV
gi|4538399      TFGMLPGLEPYSSYKLNVRVVNGKGEGPASPDKVFKTPEGVPSPPSFLKITNPTLDSLTL
gi|2978945      THGMLPGLQPYSHYALNVRVVNGKGEGPASTDRGFHTPEGVPSAPSSLKIVNPTLDSLTL
gi|4705895      THGMLPGLQPYSHYVLNVRVVNGKGEGPASADRGFHTPEGVPSAPSSLKIVNPTLDSLTL
gi|8115822      THGMLPGLEPFSHYTLNVRVVNGKGEGPASPDRVFNTPEGVPSAPSSLKIVNPTLDSLTL
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gi|7661510      THGMLPGLEPFSHYTLNVRVVNGKGEGPASPDKVFNTPEGVPSAPSSLKIVNPTLDSLTL
                    :  : . :    .: . * .  ...*    *  *** *.    :        :: :

gi|7199800      QWDAPLQPNGRIRGYFISFQNEKNETE----ETYVIHRQK----HYLHEKSEPDTGYKVS
gi|2464061      HWKKPLYPNGKLTGYKIYYEEVKESY-VGERREYDPHITDPRVTRMKMAGLKPNSKYRIS
gi|1136796      EWTPPLEDNGHLTGYLLKYQPINTTEEAGLLKEVLLPANE---TSYTLDKLTHSTHYKFF
gi|4538399      EWGSPTHPNGVLTSYILKFQPINNTHELGPLVEIRIPANE---SSLILKNLNYSTRYKFY
gi|2978945      EWDPPSHPNGILTEYILQYQPINSTHELGPLVDLKIPANK---TRWTLKNLNFSTRYKFY
gi|4705895      EWDPPSHPNGILTEYILKYQPINSTHELGPLVDLKIPANK---TRWTLKNLNFSTRYKFY
gi|8115822      EWDPPSHPNGILTEYTLKYQPINSTHELGPLVDLKIPANK---TRWTLKNLNFSTRYKFY
gi|7661510      EWEPPSHPNGILTEYTLKYQPINSTHELGPLVDLKIPANK---TRWILKNLNFSTRYKFY
                 *  *   ** :  * : ::  :                .             .: *.. 

gi|7199800      VWAETRAGEGPVTLRPVRTWPARI-------------PDAPIFR----VKNISLDSFVVE
gi|2464061      ITATTKMGEGSEHYIEKTTLKDAVN----------VAPATPSFSWEQLPSDNGLAKFRIN
gi|1136796      LNAMTETGSGPAVTKEAFTEVDEALIRHPAVEAGKAPPAGPMFG--NVNSSVKEDHAVIS
gi|4538399      FNAQTSVGSGSQITEEAVTIMDEVQ------------PLYPRIR--NVTTAAAETYANIS
gi|2978945      FYAQTSVGPGSQITEEAITTVDEAG----------IPP----------------------
gi|4705895      FYAQTSVGSGSQITEEAITTVDEAGILPPDVGAGKVRAVSPRIG--NVTAAAAETYANIS
gi|8115822      FYAQTSAGSGSQITEEAVTTVDEAGILPPDVGAGKVQAVNPRIS--NLTAAAAETYANIS
gi|7661510      FYAQTAAGSGIQITEEAITTVDEAGILPPDVGAGK--AVYPGIS--KLTTAAAETSANIS
                . * *  * *        *                  .                      

gi|7199800      WQPNNHSVWKMPGAAFFVNYTAESSKTWFQSEIIYLPYTEITIRNLKEDQKYFMQGIAK-
gi|2464061      WLPSTEGH---PGTHFFTMHRIKGETQ-WIRENEEKNSDYQEVGGLDPETAYEFRVVSVD
gi|1136796      WEYLGPDG------NVYVEYVVDNSKEPWKTEFVNGTRTFQ-IRGLKPGMSYRVRLVAKD
gi|4538399      WEYEGPDH-----ANFYVEYGVAGSKEDWKKEIVNGSRSFFVLKGLTPGTAYKVRVGAE-
gi|2978945      -----PDV------------GAGKGKEEWRKEIVNGSRSFFGLKGLMPGTAYKVRVGAE-
gi|4705895      WEYEGPEH-----VKFYVEYGVAGSKEEWRKEIVNGSRSFFGLKGLMPGTAYKVRVGAE-
gi|8115822      WEYEGPEH-----VNFYVEYGVAGSKEEWRKEIVNGSRSFFGLKGLMPGTAYKVRVGAV-
gi|7661510      WEYEGPEL-----VNFYVEYGVAGSKEEWRREIVNGSRSFFGLKGLMPGTAYKVRVGAE-
                                         .  :  *          : .*     * ..  :  

gi|7199800      ---DGPRRSESV---FLPIKTLNRDYANRLKEDSLRSAAWFIAVLGVLGIGLFTICLTFC
gi|2464061      GHFNTESATQEIDTNTVEGPIMVA------NET-VANAGWFIGMMLALAF-IIILFIIIC
gi|1136796      HSDATIHSTQEM---LITVPAMTN------RQAEIATQGWFIGLMCAIAL-LILVLLIVC
gi|4538399      -GLSGFRSSEDL---FETGPAMAS------RQVDIATQGWFIGLMCAVAL-LILILLIVC
gi|2978945      -GDSGFVSSEDV---FETGPAMAS------RQVDIATQGWFIGLMCAVAL-LILILLIVC
gi|4705895      -GDSGFVSSEDV---FETGPAMAS------RQVDIATQGWFIGLMCAVAL-LILILLIVC
gi|8115822      -GDSGFVSSEDV---FETGPAMAS------RQVDIATQGWFIGLMCAVAL-LILILLIVC
gi|7661510      -GDSGFVSSEDV---FETGPAMAS------RQVDIATQGWFIGLMCAVAL-LILILLIVC
                        ::.:         :        .:  : . .***.:: .:.: :: : : .*

gi|7199800      CGNKNRQEKFAVRRKEIEIGH---QQDNEEEKQFLEY-----------------------
gi|2464061      IIRRNRGGKYDVHDRELANG----RRDYPEEGGFHEYSQPLDNKSAGRQSVSSANKPGVE
gi|1136796      FIKRNKGGKYPVKEKEDAHQDPEIQPMKEDDGTFGEYSDTEDHKPL-KGSRTPSNGTVKK
gi|4538399      FIRRNKGGKYPVKEKEDAHADPEIQPMKEDDGTFGEYSDAEDHKPLKKGSRTPSDRTVKK
gi|2978945      FIRRNKGGKYPVKEKEDAHADPEIQPMKEDDGTFGEYSDAEDHKPLKKGSRTPSDRTVKK
gi|4705895      FIRRNKGGKYPVKEKEDAHADPEIQPMKEDDGTFGEYSDAEDHKPLKKGSRTPSDRTVKK
gi|8115822      FIRRNKGGKYPVKEKEDAHADPEIQPMKEDDGTFGEYSDAEDHKPLKKGSRTPSDRTVKK
gi|7661510      FIRRNKGGKYPVKEKEDAHADPEIQPMKEDDGTFGEYSDAEDHKPLKKGSRTPSDRTVKK
                  ..*.  *: *. .*        .    ::  * **                       

gi|7199800      --------QYG------FKN----------------------------------------
gi|2464061      SDT-DSMAEYGDGDTGQFTEDGSFIGQYVPGKLQPPVSPQPLNNSAAAHQAAPTAGGSGA
gi|1136796      DDSDDSLVDYGEGGDGQFNEDGSFIGQYSGKKEKDT------------------------
gi|4538399      EDSDDSLVDYGEGVNGQFNEDGSFIGQYSGKKEKEP------------------------
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gi|2978945      EDSDDSLVDYGEGVNGQFNEDGSFIGQYSGKKEKEP------------------------
gi|4705895      EDSDDSLVDYGEGVNGQFNEDGSFIGQYSGKKEKEP------------------------
gi|8115822      EDSDDSLVDYGEGVNGQFNEDGSFIGQYSGKKEKEP------------------------
gi|7661510      EDSDDSLVDYGEGVNGQFNEDGSFIGQYSGKKEKEP------------------------
                        :**      *.:                                        

gi|7199800      -----------------------------------
gi|2464061      AGSAAAAGASGGASSAGGAAASNGGAAAGAVATYV
gi|1136796      ---------------AEGNESSEAPSPVNAMNSFV
gi|4538399      ---------------AEGNESSEAPSPVNAMNSFV
gi|2978945      ---------------AEGNESSEAPSPVNAMNSFV
gi|4705895      ---------------AEGNESSEAPSPVNAMNSFV
gi|8115822      ---------------AEGNESSEAPSPVNAMNSFV
gi|7661510      ---------------AEGNESSEAPSPVNAMNSFV
                                                   


